


Legionnaires’ disease.

subdivided into “sequence types” (STs) using sequence

a large proportion of Legionnaires’ disease cases are caused by just a small 

“accidentally’ infected by any 



cases of Legionnaires’ disease. 
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1.2.2. The “accidental” infection of humans

1.3.1. Legionnaires’ disease

’

ncidence of Legionnaires’ disease



associated Legionnaires’ disease





6. APPLICATION OF WGS TO NOSOCOMIAL INVESTIGATIONS OF LEGIONNAIRES’ 

.3.2. WGS can be used to support or refute links between Legionnaires’ disease 



Legionnaires’ disease cases and hospitals



Figure 1.5. Incidence of Legionnaires’ disease

Figure 1.6. Seasonal trend of Legionnaires’ disease

Figure 1.7. Distribution of Legionnaires’ disease cases by age and sex

ociated Legionnaires’ disease



SNP differences between epidemiologically “unrelated” and 

“related” isolates belonging to some of the major disease

aximum likelihood tree of 229 ST1 and “ST1 derived” isolates including 



“related” sets using each of the WGS

systems and Legionnaires’ disease cases, from which at least one hospital isolate and 



ELDSNet, European Legionnaires’ Disease Surveillance Network
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Legionnaires’ disease

Legionnaires’ disease.



acquired, Legionnaires’ disease is also 

. Thus the strategy for preventing Legionnaires’ disease cases 

Legionnaires’ disease



between multiple hospital water systems and cases of Legionnaires’ disease caused by 



acquired sources of Legionnaires’ 



hospitals, together with 42 clinical isolates from Legionnaires’ disease patients 







WGS can be used to support or refute links between Legionnaires’ disease 

links between hospital water systems and Legionnaires’ disease cases. In particular, a 

of seven Legionnaires’ disease cases that occurred 



which ten cases of Legionnaires’ disease that were 

after each Legionnaires’ disease incident (top panel). Isolates are coloured according to the 



systems and Legionnaires’ disease cases, from which at least one hospital isolate and one 









Legionnaires’ disease cases associated with The Wesley Hospital/Hospital B (from 
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Legionnaires’ disease has been well explored





that hospitals may be seeded by the local “endemic” strain of ST1, 






































































































































































































































































































































































































