
 
 

100 

6. Appendix 
 
List of primers and sequences 

Primer  Sequence 
p191 GGGTAAACTAGAATATGCTATACCGG 
p194 ACCATCACGGGATAAAGTAACTGG 
p282 AACATATGTTAAATATTTATTTCTC 
p1356 TCGGCATTCCTGCTGAACCGCTCTTCCGATCTGTAATTCGTGCGCGTCAG 
p1357 ACACTCTTTCCCTACACGACGCTCTTCCGATCTCCTTCAATTTCGATGGGTAC 
p1358 AATGATACGGCGACCACCGAGATCTACACTCTTTCCCTACACGACGCTCTTCCG

ATCT 
p1359 CAAGCAGAAGACGGCATACGAGATTGCTAATCACTGAGATCGGTCTCGGCATTC

CTGCTGAACCGCTCTTCCGATC*T 
p1360 CAAGCAGAAGACGGCATACGAGATTAGGGGGATTCGAGATCGGTCTCGGCATT

CCTGCTGAACCGCTCTTCCGATC*T 
p1361 CAAGCAGAAGACGGCATACGAGATAGTTTCCCAGGGAGATCGGTCTCGGCATT

CCTGCTGAACCGCTCTTCCGATC*T 
p1362 CAAGCAGAAGACGGCATACGAGATCCTGGGAGGTAGAGATCGGTCTCGGCATT

CCTGCTGAACCGCTCTTCCGATC*T 
p1363 CAAGCAGAAGACGGCATACGAGATATACCACAAATGAGATCGGTCTCGGCATTC

CTGCTGAACCGCTCTTCCGATC*T 
p1364 CAAGCAGAAGACGGCATACGAGATGATCTCTCGGGGAGATCGGTCTCGGCATT

CCTGCTGAACCGCTCTTCCGATC*T 
p1365 CAAGCAGAAGACGGCATACGAGATACCCTATACTCGAGATCGGTCTCGGCATTC

CTGCTGAACCGCTCTTCCGATC*T 
p1366 CAAGCAGAAGACGGCATACGAGATCTCAATTAAGAGAGATCGGTCTCGGCATTC

CTGCTGAACCGCTCTTCCGATC*T 
p1367 CAAGCAGAAGACGGCATACGAGATCGACAGAACGTGAGATCGGTCTCGGCATT

CCTGCTGAACCGCTCTTCCGATC*T 
p1368 CAAGCAGAAGACGGCATACGAGATTCGCCATTATGGAGATCGGTCTCGGCATTC

CTGCTGAACCGCTCTTCCGATC*T 
p1369 CAAGCAGAAGACGGCATACGAGATATGTTCCGGCCGAGATCGGTCTCGGCATT

CCTGCTGAACCGCTCTTCCGATC*T 
p1370 CAAGCAGAAGACGGCATACGAGATTCTTGAAGTGAGAGATCGGTCTCGGCATTC

CTGCTGAACCGCTCTTCCGATC*T 
p1371 CAAGCAGAAGACGGCATACGAGATGAAGGCCAGCTGAGATCGGTCTCGGCATT

CCTGCTGAACCGCTCTTCCGATC*T 
p1372 CAAGCAGAAGACGGCATACGAGATCCAATGTGCAGGAGATCGGTCTCGGCATT

CCTGCTGAACCGCTCTTCCGATC*T 
p1373 CAAGCAGAAGACGGCATACGAGATATCGAAGGACCGAGATCGGTCTCGGCATT

CCTGCTGAACCGCTCTTCCGATC*T 
p1374 CAAGCAGAAGACGGCATACGAGATTCGGGTGCGAAGAGATCGGTCTCGGCATT

CCTGCTGAACCGCTCTTCCGATC*T 
p1375 CAAGCAGAAGACGGCATACGAGATGTAATTTACGGGAGATCGGTCTCGGCATTC

CTGCTGAACCGCTCTTCCGATC*T 
p1376 CAAGCAGAAGACGGCATACGAGATATATCGACTACGAGATCGGTCTCGGCATTC

CTGCTGAACCGCTCTTCCGATC*T 
p1377 CAAGCAGAAGACGGCATACGAGATTGATTCTTACAGAGATCGGTCTCGGCATTC

CTGCTGAACCGCTCTTCCGATC*T 
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p1378 CAAGCAGAAGACGGCATACGAGATACGGCGGGCCTGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1379 CAAGCAGAAGACGGCATACGAGATCTTGCGTGGAGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1380 CAAGCAGAAGACGGCATACGAGATTAATCAAAGACGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1381 CAAGCAGAAGACGGCATACGAGATGGCGGGCTCTAGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1382 CAAGCAGAAGACGGCATACGAGATCCTCCATTTCTGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1383 CAAGCAGAAGACGGCATACGAGATAACCAGCGCTGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1384 CAAGCAGAAGACGGCATACGAGATTATTCGTCAACGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1385 CAAGCAGAAGACGGCATACGAGATGCGCTGATGCAGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1386 CAAGCAGAAGACGGCATACGAGATCTCATATGGCTGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1387 CAAGCAGAAGACGGCATACGAGATACAGGGGCAGGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1388 CAAGCAGAAGACGGCATACGAGATGGTTTTATACCGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1389 CAAGCAGAAGACGGCATACGAGATGCATGACTTTAGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1390 CAAGCAGAAGACGGCATACGAGATTTCTGAGTTCTGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1391 CAAGCAGAAGACGGCATACGAGATCGATTAAGCTGGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1392 CAAGCAGAAGACGGCATACGAGATTCTCTTAAGCCGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1393 CAAGCAGAAGACGGCATACGAGATCCGACAGGTGAGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1394 CAAGCAGAAGACGGCATACGAGATAGTATCACTATGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1395 CAAGCAGAAGACGGCATACGAGATGTTCGCTGATGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1396 CAAGCAGAAGACGGCATACGAGATTCCCATGGCGCGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1397 CAAGCAGAAGACGGCATACGAGATGGAGTTCAACAGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1398 CAAGCAGAAGACGGCATACGAGATACTGCGTATATGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1399 CAAGCAGAAGACGGCATACGAGATTACGTCGTGCGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1400 CAAGCAGAAGACGGCATACGAGATCCTTCTGTCCCGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1401 CAAGCAGAAGACGGCATACGAGATATACTTGTTAAGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1402 CAAGCAGAAGACGGCATACGAGATTACCCAGGAGTGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 
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p1403 CAAGCAGAAGACGGCATACGAGATGGGGTTTTCTGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1404 CAAGCAGAAGACGGCATACGAGATACTGCTCGTGCGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1405 CAAGCAGAAGACGGCATACGAGATGAAGCATAATAGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1406 CAAGCAGAAGACGGCATACGAGATATACAGTCGCTGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1407 CAAGCAGAAGACGGCATACGAGATCTGTCGCAAGGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1408 CAAGCAGAAGACGGCATACGAGATTGCAATCTAACGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1409 CAAGCAGAAGACGGCATACGAGATGATGGTATTTAGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1410 CAAGCAGAAGACGGCATACGAGATCTAAAAAATATGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1411 CAAGCAGAAGACGGCATACGAGATAGCGTTTAGGGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1412 CAAGCAGAAGACGGCATACGAGATTCCTAACAATCGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1413 CAAGCAGAAGACGGCATACGAGATGAGACTCGGTAGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1414 CAAGCAGAAGACGGCATACGAGATCAATTTGTTCTGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1415 CAAGCAGAAGACGGCATACGAGATATGAGATCAAGGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1416 CAAGCAGAAGACGGCATACGAGATTAACGCGTGGCGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1417 CAAGCAGAAGACGGCATACGAGATCCGTATCTATAGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1418 CAAGCAGAAGACGGCATACGAGATTGGCTGGGTATGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1419 CAAGCAGAAGACGGCATACGAGATGTACATCCGGGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1420 CAAGCAGAAGACGGCATACGAGATAAGCCGAGATCGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1421 CAAGCAGAAGACGGCATACGAGATCAAAGCGGCTAGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1422 CAAGCAGAAGACGGCATACGAGATGCTGTATTTAGGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1423 CAAGCAGAAGACGGCATACGAGATTGGTAAAACCCGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1424 CAAGCAGAAGACGGCATACGAGATGCAATGGATATGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1425 CAAGCAGAAGACGGCATACGAGATACTCTCGGGAGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1426 CAAGCAGAAGACGGCATACGAGATCGGAGATATTCGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1427 CAAGCAGAAGACGGCATACGAGATGTGGGTTAGTAGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 
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p1428 CAAGCAGAAGACGGCATACGAGATTTGTATCATTTGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1429 CAAGCAGAAGACGGCATACGAGATAAATAATGGGGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1430 CAAGCAGAAGACGGCATACGAGATCGTCGCGACTCGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1431 CAAGCAGAAGACGGCATACGAGATGGCCACAACCAGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1432 CAAGCAGAAGACGGCATACGAGATTTTCCTTGAATGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1433 CAAGCAGAAGACGGCATACGAGATCCAGATCTTGGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1434 CAAGCAGAAGACGGCATACGAGATTGATACAGTATGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1435 CAAGCAGAAGACGGCATACGAGATGCACGAATCGGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1436 CAAGCAGAAGACGGCATACGAGATCAGCGTTGTCAGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1437 CAAGCAGAAGACGGCATACGAGATATAAGACAGCCGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1438 CAAGCAGAAGACGGCATACGAGATCAGGCCAGGGTGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1439 CAAGCAGAAGACGGCATACGAGATATAAGCGTACGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1440 CAAGCAGAAGACGGCATACGAGATATTAAGTGCAAGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1441 CAAGCAGAAGACGGCATACGAGATTTCTCTTTGTCGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1442 CAAGCAGAAGACGGCATACGAGATGTGCTGTGGTTGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1443 CAAGCAGAAGACGGCATACGAGATCTCTAGATAAGGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1444 CAAGCAGAAGACGGCATACGAGATTGACCACATTAGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1445 CAAGCAGAAGACGGCATACGAGATAGCTCGCGCGCGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1446 CAAGCAGAAGACGGCATACGAGATACACACATGGAGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1447 CAAGCAGAAGACGGCATACGAGATTGGATTCCTCCGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1448 CAAGCAGAAGACGGCATACGAGATCCTATTTTGATGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1449 CAAGCAGAAGACGGCATACGAGATTGGCAGTCTTGGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1450 CAAGCAGAAGACGGCATACGAGATGGTCCATCCTAGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1451 CAAGCAGAAGACGGCATACGAGATTAGGTCCGATCGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

p1452 CAAGCAGAAGACGGCATACGAGATATTCCTTTGGGGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 
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p1453 CAAGCAGAAGACGGCATACGAGATTGCGTTAGGTAGAGATCGGTCTCGGCATTC
CTGCTGAACCGCTCTTCCGATC*T 

p1454 CAAGCAGAAGACGGCATACGAGATCTGAACCTGACGAGATCGGTCTCGGCATT
CCTGCTGAACCGCTCTTCCGATC*T 

 

  


