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Calista K L Ng, Ralf Jauch, Matthias Wilmanns, and Hans R Schöler. A unique
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jee, Tina Balayo, Jamie Trott, Andrew Christoforou, Anna Ferrer-Vaquer, Anna-

Katerina Hadjantonakis, Ramanuj Dasgupta, and Alfonso Martinez Arias. A

membrane-associated β-catenin/oct4 complex correlates with ground-state pluripo-

tency in mouse embryonic stem cells. Development, 140(6):1171–83, Mar 2013.

[110] Thomas G Fazzio, Jason T Huff, and Barbara Panning. An rnai screen of chromatin

proteins identifies tip60-p400 as a regulator of embryonic stem cell identity. Cell,

134(1):162–74, Jul 2008.

[111] Nicola Festuccia, Rodrigo Osorno, Florian Halbritter, Violetta Karwacki-Neisius,

Pablo Navarro, Douglas Colby, Frederick Wong, Adam Yates, Simon R Tomlinson,

and Ian Chambers. Esrrb is a direct nanog target gene that can substitute for nanog

function in pluripotent cells. Cell Stem Cell, 11(4):477–90, Oct 2012.

[112] Gabriella Ficz, Miguel R Branco, Stefanie Seisenberger, Fátima Santos, Felix

Krueger, Timothy A Hore, C Joana Marques, Simon Andrews, and Wolf Reik.

Dynamic regulation of 5-hydroxymethylcytosine in mouse es cells and during dif-

ferentiation. Nature, 473(7347):398–402, May 2011.

[113] Gabriella Ficz, Timothy A Hore, Fátima Santos, Heather J Lee, Wendy Dean, Julia

Arand, Felix Krueger, David Oxley, Yu-Lee Paul, Jörn Walter, Simon J Cook, Simon

148



BIBLIOGRAPHY

Andrews, Miguel R Branco, and Wolf Reik. Fgf signaling inhibition in escs drives

rapid genome-wide demethylation to the epigenetic ground state of pluripotency.

Cell Stem Cell, 13(3):351–9, Sep 2013.

[114] A Fire, S Xu, M K Montgomery, S A Kostas, S E Driver, and C C Mello. Potent

and specific genetic interference by double-stranded rna in caenorhabditis elegans.

Nature, 391(6669):806–11, Feb 1998.

[115] Ron Firestein, Adam J Bass, So Young Kim, Ian F Dunn, Serena J Silver, Isil Guney,

Ellen Freed, Azra H Ligon, Natalie Vena, Shuji Ogino, Milan G Chheda, Pablo

Tamayo, Stephen Finn, Yashaswi Shrestha, Jesse S Boehm, Supriya Jain, Emeric

Bojarski, Craig Mermel, Jordi Barretina, Jennifer A Chan, Jose Baselga, Josep

Tabernero, David E Root, Charles S Fuchs, Massimo Loda, Ramesh A Shivdasani,

Matthew Meyerson, and William C Hahn. Cdk8 is a colorectal cancer oncogene that

regulates beta-catenin activity. Nature, 455(7212):547–51, Sep 2008.

[116] S E Fischer, E Wienholds, and R H Plasterk. Regulated transposition of a fish

transposon in the mouse germ line. Proc Natl Acad Sci U S A, 98(12):6759–64, Jun

2001.

[117] Rory J Flinn, Ying Yan, Sumanta Goswami, Peter J Parker, and Jonathan M Backer.

The late endosome is essential for mtorc1 signaling. Mol Biol Cell, 21(5):833–41,

Mar 2010.

[118] Ariel Forrai, Kristy Boyle, Adam H Hart, Lynne Hartley, Steven Rakar, Tracy A

Willson, Ken M Simpson, Andrew W Roberts, Warren S Alexander, Anne K Voss,

and Lorraine Robb. Absence of suppressor of cytokine signalling 3 reduces self-

renewal and promotes differentiation in murine embryonic stem cells. Stem Cells,

24(3):604–14, Mar 2006.

[119] S L Forsburg. The art and design of genetic screens: yeast. Nat Rev Genet, 2(9):659–

68, Sep 2001.

[120] Kara M Foshay, Timothy J Looney, Sheila Chari, Frank Fuxiang Mao, Jae Hyun

Lee, Li Zhang, Croydon J Fernandes, Samuel W Baker, Kayla L Clift, Jedidiah

Gaetz, Chun-Guang Di, Andy Peng Xiang, and Bruce T Lahn. Embryonic stem

cells induce pluripotency in somatic cell fusion through biphasic reprogramming.

Mol Cell, 46(2):159–70, Apr 2012.

149



BIBLIOGRAPHY

[121] F Fougerousse, P Bullen, M Herasse, S Lindsay, I Richard, D Wilson, L Suel, M Du-

rand, S Robson, M Abitbol, J S Beckmann, and T Strachan. Human-mouse dif-

ferences in the embryonic expression patterns of developmental control genes and

disease genes. Hum Mol Genet, 9(2):165–73, Jan 2000.

[122] M J Fraser, L Cary, K Boonvisudhi, and H G Wang. Assay for movement of lepi-

dopteran transposon ifp2 in insect cells using a baculovirus genome as a target dna.

Virology, 211(2):397–407, Aug 1995.

[123] Johannes M Freudenberg, Swati Ghosh, Brad L Lackford, Sailu Yellaboina, Xiaofeng

Zheng, Ruifang Li, Suresh Cuddapah, Paul A Wade, Guang Hu, and Raja Jothi.

Acute depletion of tet1-dependent 5-hydroxymethylcytosine levels impairs lif/stat3

signaling and results in loss of embryonic stem cell identity. Nucleic Acids Res,

40(8):3364–77, Apr 2012.

[124] Maria A Frias, Carson C Thoreen, Jacob D Jaffe, Wayne Schroder, Tom Sculley,

Steven A Carr, and David M Sabatini. msin1 is necessary for akt/pkb phosphoryla-

tion, and its isoforms define three distinct mtorc2s. Curr Biol, 16(18):1865–70, Sep

2006.

[125] Richard L Frock, Jiazhi Hu, Robin M Meyers, Yu-Jui Ho, Erina Kii, and Frederick W

Alt. Genome-wide detection of dna double-stranded breaks induced by engineered

nucleases. Nat Biotechnol, 33(2):179–86, Feb 2015.

[126] Yanfang Fu, Jennifer A Foden, Cyd Khayter, Morgan L Maeder, Deepak Reyon,

J Keith Joung, and Jeffry D Sander. High-frequency off-target mutagenesis induced

by crispr-cas nucleases in human cells. Nat Biotechnol, 31(9):822–6, Sep 2013.

[127] Yanfang Fu, Jeffry D Sander, Deepak Reyon, Vincent M Cascio, and J Keith Joung.

Improving crispr-cas nuclease specificity using truncated guide rnas. Nat Biotechnol,

32(3):279–84, Mar 2014.

[128] Ohad Gafni, Leehee Weinberger, Abed AlFatah Mansour, Yair S Manor, Elad

Chomsky, Dalit Ben-Yosef, Yael Kalma, Sergey Viukov, Itay Maza, Asaf Zviran,

Yoach Rais, Zohar Shipony, Zohar Mukamel, Vladislav Krupalnik, Mirie Zerbib,

Shay Geula, Inbal Caspi, Dan Schneir, Tamar Shwartz, Shlomit Gilad, Daniela

Amann-Zalcenstein, Sima Benjamin, Ido Amit, Amos Tanay, Rada Massarwa, Noa

Novershtern, and Jacob H Hanna. Derivation of novel human ground state naive

pluripotent stem cells. Nature, 504(7479):282–6, Dec 2013.

150



BIBLIOGRAPHY
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Jia Hui Ng, Andrea Y Weiße, Frederick C K Wong, Alessia Gagliardi, Nicholas P

Mullin, Nicola Festuccia, Douglas Colby, Simon R Tomlinson, Huck-Hui Ng, and Ian

Chambers. Reduced oct4 expression directs a robust pluripotent state with distinct

157



BIBLIOGRAPHY

signaling activity and increased enhancer occupancy by oct4 and nanog. Cell Stem

Cell, 12(5):531–45, May 2013.

[189] Nicola A Kearns, Hannah Pham, Barbara Tabak, Ryan M Genga, Noah J Silverstein,
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